A number of different models have been proposed as descriptions of the species-abundance distri-11 bution (SAD). Most evaluations of these models use only one or two models, focus only a single 12 ecosystem or taxonomic group, or fail to use appropriate statistical methods. We use likelihood and 13 AIC to compare the fit of four of the most widely used models to data on over 16,000 communities 14 from a diverse array of taxonomic groups and ecosystems. Across all datasets combined the log-15 series, Poisson lognormal, and negative binomial all yield similar overall fits to the data. Therefore, 16 when correcting for differences in the number of parameters the log-series generally provides the 17 best fit to data. Within individual datasets some other distributions performed nearly as well as the 18 log-series even after correcting for the number of parameters. The Zipf distribution is generally a 19 poor characterization of the SAD.
shows three example sites with the empirical distribution and associated models fit to the 102 data Zipf distributions tend to predict the most rare species followed by the log-series, the negative 103 binomial, and Poisson lognormal. requires that likelihoods for the models can be solved for and therefore we excluded models that 111 lack probability mass functions and associated likelihoods. While methods have been proposed for 112 comparing models without probability mass functions in this context (Alroy 2015), these methods
113
have not been evaluated to determine how well they perform compared to the widely accepted 114 likelihood-based approaches.
115
For model comparison we used corrected Akaike Information Criterion (AICc) weights to compare The full distribution of AICc weights shows separation among models ( Figure 5 ). Although the 159 log-series distribution had the best AICc score much more often than the other models, its lead was 
